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Eidgendssische Technische Hochshule (ETH), Diploma 1978 Physics
Zurich, Switzerland
Eidgenéssische Technische Hochshule (ETH), Ph.D. 1981 Biophysics
Zirich, Switzerland (Advisor: Kurt Withrich)
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Research Associate, Department of Physics, University of lllinois at Urbana-Champaign, 1981-1984
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University of Pennsylvania, Philadelphia, PA

Assistant Professor, Department of Biochemistry and Biophysics, University of 1987-1990
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Biophysics, University of Pennsylvania, Philadelphia, PA -date

Molecular and Cellular Biophysics Study Section, NIH 1994

NIH Site Visit, Yale University, New Haven, CT 1995

Senior Member, Institute for Cancer Research, Fox Chase Cancer Center, Philadelphia, PA 1998-date

NSF Molecular Biophysics Panel 2001-2005

NIH Center for Scientific Review, Special Emphasis Panels (8 meetings) 1997-date

Program Leader, Biomolecular Structure and Function Program, Fox Chase Cancer Center 2002-date
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SELECTED BOOK CHAPTERS

Roder, H., Shastry, M.C.R., Sauder, J.M., Park, S.-H. Kinetic and structural characterization of early events in
protein folding. Old and new views of protein folding. E (Kuwajima, K., Arai, M. eds.), Amsterdam: Elsevier,
1999.

Roder, H., Eléve, G.A., Shastry, R.M.C. Early stages of protein folding. In Mechanisms of protein folding
(Pain, R. H. eds.), pp. 65-104. Oxford University Press, New York, 2000.
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C. RESEARCH SUPPORT

Ongoing Research Support

R01 GM056250 (PI: Roder) 05/01/2006 — 04/30/2010

NIH

Kinetics of Early Events in Protein Folding

The major goals of this project are: 1) To monitor the formation of specific tertiary interactions during folding of
staphylococcal nuclease (SNase) and cytochrome ¢ (cyt ¢) from tens of microseconds to minutes in an effect
to understand the nature of (early) folding events and structural properties of intermediates; 2) To characterize
the structure and dynamics of early intermediates during folding of cyt ¢ and SNase by ultrafast quenched-flow
H/D exchange and NMR; 3) To characterize the structure of equilibrium intermediates in protein folding in order
to understand the basis of structural cooperativity and the relationship between thermodynamic and kinetic
intermediates; and 4) To explore the conformational properties of the denatured state by fluorescence and
hydrodynamic methods.

Role: Principal Investigator

P30 CA06927 (PI: Young) 09/10/2005 - 06/30/2010

NIH

Comprehensive Cancer Center Program at Fox Chase

This Cancer Center Support Grant provides salary support to Dr. Roder as Facility Director of the
Spectroscopy Support Facility and Major Program Leader.

Role: Program Leader and Facility Director

Completed Research Support

MCB-0079148 (PI: Roder) 08/01/2000 — 07/31/2004

NSF

Structural and Kinetic Characterization of Barriers and Intermediates in Folding of Cytochrome ¢

The major goal of this project is to elucidate: 1) The properties and origin of the kinetic barrier encountered
during the initial collapse of the polypeptide chain; 2) The role of intermediates in directing folding; 3) The
nature of the rate-limiting energy barrier; and 4) The cooperativity in folding/unfolding transitions.

Role: Principal Investigator
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