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NAME 

Elodie Ghedin, Ph.D. 

eRA COMMONS USER NAME 

 

POSITION TITLE 

 

Assistant Professor of Medicine 

EDUCATION/TRAINING (Begin with baccalaureate or other initial professional education, such as nursing, and include postdoctoral training.) 

INSTITUTION AND LOCATION DEGREE 
(if applicable) 

YEAR(S) FIELD OF STUDY 

McGill University, Montreal, Canada  B.S. 1989 Biology 

University of Quebec in Montreal M. S. 1993 Environmental Sciences 

McGill University, Institute of Parasitology Ph.D. 1998 Molecular Parasitology 

Laboratory of Parasitic Diseases, NIAID/NIH Post-doc 1998-2000 Molecular Parasitology 

Eukaryotic Genomics, TIGR Post-doc 2000-2001 Genomics 

 
A. Positions and Awards 
 
Positions and Employment 
1993-1998 Graduate Student, McGill University, Institute of Parasitology (Laboratory of Dr. Greg 

Matlashewski) 
1998-2000 Postdoctoral Fellow, Laboratory of Parasitic Diseases, NIAID/NIH, Bethesda, MD 

(Laboratory of Dennis Dwyer) 
2000-2001 Postdoctoral Fellow, Department of Eukaryotic Genomics, The Institute for Genomic 

Research, Rockville, MD (Laboratory of Najib El-Sayed) 
2001-2004 Collaborative Investigator, Parasite and Viral Genomics, The Institute for Genomic 

Research, Rockville, MD 
04/2004-04/2006 Assistant Investigator, Parasite and Viral Genomics, The Institute for Genomic Research, 

Rockville, MD 
05/2006 - present Assistant Professor of Medicine, School of Medicine, Division of Infectious Diseases, 

University of Pittsburgh, Pittsburgh, PA 
12/2007 - present Adjunct position, Department of Computational Biology, University of Pittsburgh 
 
Awards and Honors 
1994-1995, 1996-1997 J.W. McConnell McGill Major post-graduate fellowship 
1995-1996   FCAR post-graduate fellowship (governmental fellowship) 
June 8, 2007    Senior Vice Chancellor's Research Seminar Series, U. Pittsburgh 
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Reveals Multiple Persistent Lineages and Reassortment among Recent H3N2 Viruses. PLoS Biol. Jul 
26;3(9):e300. 

26. Ghedin, E., Sengamalay, N.A., Shumway, M., Zaborsky, J., Feldblyum, T., Subbu, V., Spiro, D.J., Sitz, J., 
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dynamic nature of viral genome evolution. Nature Oct 20;437(7062):1162-6. Epub 2005 Oct 5. 

27. Bringaud, F., Ghedin, E., Blandin, G., Bartholomeu, D., Levin, M.J., Baltz, T. and El-Sayed, N.M.A. (2006) 
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Insertion. Mol Biol Evol Feb;23(2):411-420. Epub 2005 Nov 2. 
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Co-investigator 
 
U01 (Ross)     03/01/08 - 02/28/11     
NIH/NIAID             
Virus-Like Particle Vaccines for Pandemic Influenza 
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