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uTYPE™ HLA SBT Analysis Software Version 7.1 CE-IVD Service Pack
Catalog # 539992

For In-Vitro Diagnostic Use

DESIGNATED USERS

All users of uTYPE™ HLA SBT Analysis Software 6.0 and 7.0 CE-IVD.

RELEASE CONTENTS

The uTYPE™ HLA SBT Analysis Software 7.1 CE-IVD Service Pack includes the following:

1. uTYPE™ HLA SBT Analysis Software 7.1 CE-IVD Service Pack .exe installer file (within .zip or .rar file)

2. uTYPE™ HLA SBT Analysis Software 7.1 CE-IVD Installation Guide

3. uTYPE™ HLA SBT Analysis Software 7.1 CE-IVD Release Notes/Read Me

INSTRUCTIONS

The uTYPE™ HLA SBT Analysis Software 7.1 CE-IVD Service Pack is located on the One Lambda Download 
website in this location: 

http://download.onelambda.com/pub/tray_info/Windows/HLA_Fusion_Catalogs/Document/HLA SBT uTYPE CE-IVD 7.1/

1. The service pack executable for upgrading uTYPE CE-IVD v6.0 or v7.0 is HLA SBT uTYPE CE-
IVD 7.1.exe found in either of these files:

HLA SBT uTYPE CE-IVD 7.1.rar 
HLA SBT uTYPE CE-IVD 7.1.zip

Download and save the appropriate file on your computer, depending on your system requirements. 

2. The installation instructions for the Service Pack are found in the following document: 

HLA SBT uTYPE CE-IVD 7.1_Install Guide_EN.pdf
WHAT HAS CHANGED

Every effort has been made to insure that this document is accurate, complete, and up to date. All changes made 
since versions 6.0 and 7.0 of the uTYPE™ HLA SBT Analysis Software have been incorporated herein. It is 
inevitable that occasional omissions will occur.

NEW FEATURES
Reports

 From the report window, both “Perfect Match” report and “Assigned Type” report will include the uTYPE 
version number and the date and time stamp of the run at the top of the Excel file.

 The file name for any PDF file will contain the name of the first sample in the report.

ERRORS CORRECTED
General 

 Sequence navigation and review/marking of bases from within the Sequence Display Window using ‘Q’ 
and ‘Ctrl-Q’ has been resolved.

 Review and marking of bases using the check mark button in the Navigation Pane has been resolved.
 The Null Allele List has been recalibrated for accuracy throughout Class I and Class II loci.
 Issues surrounding the sequencing and recommendation of primer Z55 have been resolved.
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 Allele alignment tool displays sequences accurately for all loci.
 Pink bars will display next to alleles with unknown bases, even on initial instantiation of the software.
 Sequence position marking has been updated to prevent the prioritization of yellow marked positions over 

pink marked positions

KNOWN LIMITATIONS

 Users need to create new storage databases periodically. Accumulating too much sample data can cause 
the application to run slowly.

 Users cannot edit a base using the same base. For example, if a base is already called ‘R’ and the user 
attempts to change the base to ‘R’, the software will ignore the edit and the base will not be marked.

KNOWN ANOMALIES

 Not all bases which are different in the forward and reverse electropherogram traces are marked with a 
blue bar. The software may make an internal adjustment based on peak morphology or surrounding 
sequence and will update the Pattern sequence accordingly; in this case, the software will not flag the 
position.

REVISION HISTORY

Revision Date Revision Description

0 09/25/2015 Original Release
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